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T C F 1 2     ·     e q u a l - d o n o r   c o v e r a g e   p e r   1 0 0   l o c u s   r e a d s   [ 0 – 9 0 ]
Chr 15 (GRCh38, +) · ENST00000333725 MANE Select, 21 exons

S L C 1 2 A 2     ·     e q u a l - d o n o r   c o v e r a g e   p e r   1 0 0   l o c u s   r e a d s   [ 0 – 8 0 ]
Chr 5 (GRCh38, +) · ENST00000262461 MANE Select, 27 exons

f Glial: neither reported

C A M K 2 B     ·     e q u a l - d o n o r   c o v e r a g e   p e r   1 0 0   l o c u s   r e a d s   [ 0 – 9 0 ]
Chr 7 (GRCh38, -) · ENST00000395749 MANE Select, 24 exons

C H L 1     ·     e q u a l - d o n o r   c o v e r a g e   p e r   1 0 0   l o c u s   r e a d s   [ 0 – 5 0 ]
Chr 3 (GRCh38, +) · ENST00000256509 MANE Select, 28 exons


