a Gene modules as functional units
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b Perturbations act on modules

Genetic
perturbation
knockdown /
activation

Il central nervous system
outside CNS

CSF ‘F
o

200

400

600

T
800 1000

cells (thousands)

Regulators

’

I
[
1
1

\

\
\
\
N

Modules

" mod1 .

’

.
/' Homeostatic
\
A S
\ '
0 0."
N .
. ) .

" mod_2 ",
IFN response ',

\

D !

1

D 2
’

1
\
\
\
N
N

i
’
’
,
-

Broad cell classes

neuron
immune

glia

epithelial

endothelial and vascular
stromal

muscle

other

c In-context module updates
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